Document made available under the 
Patent Cooperation Treaty (PCT) 



International application number: PCT/JP05/003451 
International filing date: 02 March 2005 (02.03.2005) 

Document type: Certified copy of priority document 

Document details: Country/Office: JP 

Number: 2004-059551 

Filing date: 03 March 2004 (03.03.2004) 



Date of receipt at the International Bureau: 12 May 2005 (12.05.2005) 



Remark: Priority document submitted or transmitted to the International Bureau in 
compliance with Rule 17.1(a) or (b) 




World Intellectual Property Organization (WIPO) - Geneva, Switzerland 
Organisation Mondiale de la Propriete Intellectuelle (OMPI) - Geneve, Suisse 



B * H # K= Jf 

JAPAN PATENT OFFICE 



PCT/JP2005/003451 

1 1. 3. 2005 



so M # O # SI l:: IS « $ tL -c v> ^ ^ ;S « T IS (0 m M * Pi IB « ^ a r 
v> ^ y ij a: |W1 — * ^ ^ t ^ IjE 1" & o 

This is to certify that the annexed is a true copy of the following application as filed 
with this Office. 

S . ®^ f 1^ .-^ 2 0 0 4 ^ 3 ^ 3 B 

Date of Apphcation: 



tB H # 

Application Number: 



The country code and number 
of your priority application, 
to be used for filing abroad 
under the Paris Convention, is 



#11 2004-059551 



JP2004-059551 



Applicant(s): ^S^^Tlfe'^ AS^b^W^Bf 




miEU-^ mfE# 2005-303536J 



#fl 2004-059551 



l/E 



M0A-A0402 
W16^ 3^ 3H 

^i^iffro < {fTifii^-^ 2 re 1 

^i^mo < (JtUII^-^ 2 TB 1 
ISA 

^i^lfto < if rtJll^-^ 2 TB 1 
^l^ifro < {^TUil^-^ 2 T B 1 - 2 



- 2 



- 2 



[ML/cftaAl 



< ii^urm^-^ 2 tb i - 2 

HP #^ 

4 TB 1 - 2 9 

mm m± 

Jt^!*^n7fcmff:t2 9 3 4 - 1 - 1 0 6 
501167644 

?StL^ff&:'^A^m^tJ«-W^B)f 

503359821 

^S^^a^AS^b^W^B^ 
100102978 

100108774 

041092 
21.000R 

#fPl»^<^l&H 1 

mmm 1 
1 

p 1 



ffiiE#2 005-3 035368 



#11 2004-059551 



^-i^ : 1/E 



sm: kl! #5. ^ j: t>v t itmx $ T 5 y mis^J^^ ^ ^ ^ k - > 

■f^DNA 

[ft*:® 2 1 

^->-e^ > St*:* 1 t:fBm<7)DNAo 

[It*:* 3 ] 

St*Jl 1 t />: 2 l'|2«ODNAt:i J: I9 3 - F tt^ :^ ^ Ko 
[St*:* 4 ] 

St** ltfzit2 {zmm<^mk^^i^^^ ^ -o 

Si** 5 iciamc^f^K^Mt>^m^^tf^K«s^«®^° 
[w*^ 7 1 

^ ^> ffi*:*6 li|B«<^5i^K^maJl^#o 

o 

if *Sf ~ 8 (D\^^-rfii}-\,z%m<7)'!^9.&mmi^<^mmm^o 

liclfii^DNA. S>ct4Sff*:*4^3fB«<^)^^^-=^«Wflai^*AL. 

St*S?lL04 2l^iB«ODNA. tf.J±»*:*4tc|Bm<^-^5'^-tr^^i-*. 
[If*:* 12] 

[ft*:* 1 3 1 _ 
^^^^-v^^>*,^t?^^> lt*:*l 2ra«<^^SiJo 

WPS P^:^ -So 

[if** 15] 
3|t^75«-f ^t^*^. If*:* 1 4 ir|B«<^:^^o 

[|t*iMl 6] _ 
^^55sv^sb*)^trab^> St*:*l 5 l::|B*c<^^"*Ko 
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^X^Al^-^^^'T-^^m^'^ (FLS2) ^^^«$tL-cv^^^^ c:(75«fe^«J^^<^^ 
o Ji).n ^ M ^ ^ ' ° 

[0 0 0 4] _^ 

r^,,j^|^^|j;l] Yamada. A., Shibuya. N. , Kodama, 0. and Akatsuka. T. . Induct 
ion of phytoalexin formation in suspension-cultured rice cells by N-acetylch 
UooHgosaccharides. Biosci. Biotechnol. Biochem. , 57. 405-409(1993) 

r^^jf^|^^^2] Minami, E. . Kuchitsu, K. , He, D.-Y., Kouchi, H. , Midoh N. 
Ohtsuki, Y. and Shibuya, N. : Two novel genes rapidly and transiently act i vat 
ed in suspension-cultured rice cells by treatment with N-acetylch. toheptaose 
. a biotic elicitor for phytoalexin production. Plant Cell Physiol., 37. 563 
(1996) 

r##^«3l Kikuyama, M. , Kuchitsu, K. and Shibuya, N. : Membrane depolar 
ization induced by N-acetylchitooligosaccharide elicitor in suspension-cultu 
red rice cells. Plant Cell Physiol. 38, 902-909 (1997) „ , , ^ 

[##fP:it«4] He, D.-Y.. Yazaki, Y. , Nishizawa, Y. , Takai, R. , Yamada, K 

Sakano, K. , Shibuya, N. and Minami, E. Gene activation by cytoplasmic acidi 
fication in suspension-cultured rice cells in response to the potent el ici to 
r N-acetylchitoheptaose. Mol. Plant-Microbe. Interact.. 11, 1167 (199»; 

[##K^Xm5l R. Takai. K. Hasegawa, H. Kaku, N. Shibuya and E. Minami :Iso 
lation and analysis of expression mechanisms of a rice gene. EL5, which show 
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s structural similarity to ATL family from Arabidopsism response to N-ace 
tylchitooligosaccharide elicitor. Plant Science, 160, 577-583(2001) 

[^^^^^^^el Yamaguchi, T. , Minami. E. and Shibuya, N. : Activation of pho 
spholipases by N-acetylchitool igosaccharide elicitor in suspension-cultured 
rice cells mediates reactive oxygen generation. Physiol. Plant., 118, 361-37 

\^mixm7} Shibuya, N. , Kaku, H. . Kuchitsu, K. , andMaliarik, M J. : Ide 
ntification of a novel high-affinity binding site for N-acetylchitooligosacc 
haride elicitor in the membrane fraction from suspension-cultured rice cells 

. FEES Lett., 329, 75-78(1993) t .nH T 

f^pSim^XmS] Shibuya, N., Ebisu, N. , Kamada, Y. , Kaku, H. , Cohn, J. and I 
to Y • Localization and binding characteristics of a high-af f inity binding 
site for N-acetylchitooligosaccharide in the plasma membrane from suspension 
-cultured rice cells suggest a role as a receptor for the elicitor signal at 
the cell surface. Plant Cell Physiol., 37, 894-898(1996) , ^. ^ 

[|^if^|^^^9] ito, Y., Kaku, H. and Shibuya N. : Identification of a high- 
affinity binding protein for N-acetylchitooligosaccharide elicitor in the p 
asma membrane of suspension-cultured rice cells by affinity labeling. The PI 
ant Journal. 12(2). 347-356 (1997) 

M2.mzii Triton X-lOO K X ^m^Mm^ > ^-^^ 'A<7^^^^<^^ 
cnI;;s5Sa ral1;ophenylethylamino)lf^^^ V^/c ^ 9 OF^It 

imM^l^y^^^^Ai^'^^>^^^^'^^^^> ConkVi^i^y^zm^ir^o ^vl-eConA* 
*L :^B^^^y^^^Mr^n'r^mif (^Conk-CmiVmm ^ffi^L/io inlCon A-CEBiP 

fipL^ilwi. iy^TO [1] ~ [16] ^^jftl-^^cotr^Jo 

CI] mT<^ (a) ~ (d) (75v>T^tL;i>>icia«o. 

(a) sE^m-^ : 1 ^fz\%z\z.%m.(oMmm\ii-hf^^mk 

(b) IB»-f-: 1 t^c^±3^^fB«<^:^»S^^'J^^^^^^DNA^:^^^rU^^^t-^DNA 
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3 C5] trifi«(7)f^KW«Wfl&^^tf^^K*S»«if^#o 
C83 C63 Sfcii [7] t::fam(^?^«m»#<^i^3^*^-t±^^-^'^"^**^ 



i>v<i,t C23 tciB«(7)DNA. ^/it± C4] izmm<D-<^^~^mmmmi>^mxv. « 

Cl n Cl3 ^l^<Ji C2] iC|S«(7)DNA, tfcii C4] lClB«c<7)-^^^^-^^*-r^ 
[12] ffi^Ti^M :7--trab^. [11] I'bB^^^^'Jo 

[15] :t--e^ ^ > [14] ^ZniW.'^lJ'&o 

[16] ^raWTi^^^^^^^i'W-^'*^^ [15] lCfB«<^:^feo 

LT|&^m'I4=^^-r^»<7)^>'/^•^«=S^3-K-r^DNA. :j3J:t>^ ^DNAk J: =^ - > ^ 

( a ) SB^iJ#-f- ' 1 t fc 3 matt<75:^^@E^iJ ^ ^ ^ DNA 

(b) SS»^: li/c^i3^C|a«04^»raJ^^?^^^^DNAi:/^^■/V^^^-r^DNA 
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^DNA 

-r^-K?J;i^>^4S^T^ymS£^-J^iS«^: ^ ^^^^ ±iacDNA:6^^v 

*,i «l*if ^N-f^ur-f-lf-va^S* (Southern, EM., J Mol Biol, 1975. 98, 5 

(PCR) (Salki, RK. et al Scienc- 1985 230, 1 

orn Q^^n RK -tal Science 1988, 239, 487.) «:»l)ffl + S*S*'*tt 5> 

cir(S;^:?f"5^- Li^5rss';^^ 

i^>&<hl35%. 40%. 50%. 60%. 70%. 80%. 90%. 95%. 98%m-hOSB^lJora-tt^tB-ro 

RTAqT^fp^f Ttr Acad Sei. USA, 1990. 87, 2264-2268.. Karlin, S. & Altschul, 
sf P oc Na^f Actr^^^ USA, 1993, 90, 5873.) ^fflV^T^^T'^ BLASTS T 

rioW'BLASTN^BLASTXtnf (Altschul 
\l'ral:^r:o™r9r215, 403.) ^ BLASTN.^v..^^^^^^^^^ 

fflx.lfscore=100. wordlength=l2t-r^o t/L. BLASTX^fflV 
TT-yM^iJ*»W-r^^^t±. /^°9^-^-^i> f!lx.ifscore=50. wordlength=3 1 

^^^i^fLv'?^^^^^^^^^^^*^^^"^^^^ (http://ww.ncbi.nl 

m. nih.gov/) o „ ^ „ ^ o 
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o 

^-^y^ym^ (Southern, EM., J Mol Biol. 1975, 98, 503.) 

i;S (PCR) Wf (Saiki, RK. et al.. Science, 1985, 230, 1350., Saiki. RK. et al.. 
Science 1988 239, 487.) (Om^^. mDNAt^ML. site-directed niutagenes is 

I Kramer W. & FHtz. HJ.. Methods En.y.ol, 1^87 154, 350. ) J. i 

%l-ys^^±^mjhix^. ^m^i-^^r-^^mmm. zm^m^y^^^^^-^^ 

;g>o «Ht)i:Qfc^t^cO^T5^mt'ov.TOhydropathic index (Kyte ^^^^^l^^'^J^ 
82) J Mol Biol. 1982 May 5; 157(1) : 105-32) ^Hydroph^licity ^hae (*S#«^^^ 

5 F. BAC. PACWflJffiT'^^) =^<«L. ^tL^Sf^lLT. 1^/ ^ 

Vyy^^^^^- Fi-2.a{5T-**-r^»'^^^ttttiL.fcmRNA^S4icDNA*^^U -tL 

=1 n ^ - /^ ^' -7- U -If - 3 ^ -2- -7° 7 - ^ ^^ -f 7^ U -If- ~> a > =S:fT ^ - 
tlCiV). t/i, PCR^^^f ^ - tl' J: 
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rvT-^lk^ >..^K^:<7>m^^ y^^^MtLxmUir^l^m »w England 
^^y^^^ntLXmm-^^^'A (Mersham Pharmacia Biotechtt^7U<7>--^ ^ P^^^ 

<7)*At^5i. ^:^;VS:^i.^^^^^^lJfflL7-SA^f* (Mandel. M. & Higa A. , |ournal o 
f Molecular Biology. 1970. 53. 158-162. . Hanahar. D journ^^^^^^ 

cNAc) 8 -APEA1§S# ^^i^^ ^^^Hn 
(3) (2) -trlg-^L/w^ >/^°^K^^#tB$^^^® 

mPli4a*I<7^@a^iJ (IS^US^m^'J*^ •■ 4<7)139#B^^fel52#B tX^<7)K^y> 
15r#@r^ 61«bT-C^<^@£^-J. 164#@^^e>176#B^-ec^SB^J. ^^177#BJ>^^> 182# 

r3'*)S=^-^(D« ^ @^4k1-^<7)-t:i4:^^ < . (GlcNAc)8-APEA(aminophenylethylaniino 
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i^T^-nls-^T^U'^i^ti^fflv^^:^^. i^flxtfNagel ^<Z?^-S (Microbiol. Lett 1 
^2-79983^^m) «^^tf ^ - 1 T&^^-r- § ;i> o 
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(Toki. et al.. Plant Physiol, 1992. 100. 1503-1507.) . 

It ai., Bio/technology. 1991, 9, 957-962.) ^ ^ J.^i'^^^ ^.fl^.S.f ^ 

SJmxi mmm-^n^^^^1^'^ (Hiei. et al.. Plant J, 1994, 6, 271-282. )^ 

*2fc Cold Spring Harbor laboratory Press. 1989) (c*LX*»i-a - t* c S 

o 

.ffl|iE#2 0 0 5-3 0 3 5 3 6 8 
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[0 0 4 21 
[0 0 4 3] 

litfz. -^mm^y^^^v.^ mm^mm^nxmm 
[«M1 

[0 0 4 4] 

^ ^:^«lfflia(0ryza sativa L. cv. Nipponbare ) {4N6:^lfe^B:fc^ L /tLitAfe (Kuchits 
u, K. , Kikuyama, M. , and Shibuya, N. Protoplasma, 174, 79-81(1993)) ^ > 

^^^-^4^1-^251:. Bfp;f> 150 rpin<^igM##T-e^fv\ ^MJt*l:iJ: «9lMtli# • 

[0 0 4 5] 

^ ^■'^«,«{42il^Cl|II. ML/cl mm:^(7)#||iIJn?*rL. X^fzUmM-^mX 

0^813® * L T 4 0 JlJJl±^ii t % =^ ffi 7t o 
[0 0 4 6] 

^ ^-^^^^M^^^^^f^^m^^iS^ti. (Shibuya, N. , Ebisu, N. , Kamada 

. Y. , Kaku, H., Cohn, J. and Ito, Y. Plant Cell Physiol., 37, 894-898(1996)) \Z 
=S&or:9-®^t'i:^^^-&l::J; D^l/i^ ^'n v-AM^dnicrosomal fraction : MF) 

hiifzJWMm%m^itl--2 ml<D?W^y y r~lizmmL. m^'^k^WXi^—'iZLfz<7)-^, - 
80°C-e#^L/^o 

[0 0 4 7] 
2 . V V i?' -If S:0=~'?-c7)M## 

^m±M<Drme gradeMifn^ffiv^, 7»#:i3 J: r/8»#:{4^^#7jc^'fl:^X||J: i}M?t$tLf^ 

mmLfzo 

[0 0 4 8] 

(GlcNAc)8-APEAE^##^:S.(^XGlcNAc)8-APEA--<7)fe|ttt3 ^7*125 j<7)^;j^j^^ Wi^cT);^ 
(Ito. Y., Kaku, H. and Shibuya N. The Plant Journal, 12(2), 347-356 (1997)) 

[0 0 4 9] 

3. T^-f— x-T^^V^^' 

-(GlcNAc)8-APEA^##OT^ y^^^mAMOT ^ 7 ^|Wl±;J)5NaCNBH3 L 

T^';ViJ7;VT;^7='t K*^^LTlig«-r^ ^<7)-C-^ i') , j^mhcoljmdto, Y., Kaku. H. a 
nd Shibuya N. The Plant Journal, 12(2), 347-356 (1997)) ^Ct^o T^to fCo 
[0 0 5 0] 
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SSrli^^lT??^^^ 5 K«S8-18%^^9v^V h^^^V (Pharmacia 

L OiS-ZOo/fo^^'^v^^h^-^V (PAGEU ATTO) tr-^fofco Mmi^^^V^5096 ^ ^ 

^t;/-^'-itfy^~^:t^;<-v>^'T-^9^^-(BAS 2000. «± 7 ^ ;v A ) -t?M«r U 

cStp^l^t rn^M 9 A(i(GlcNAc)s-APEA|f*#(75 .g)^ 

Ttt # S ^ - ^ T ;v 1^ o T S ^< fc -r ^ - t ' ^ » ^ ° 

r^POMSli &.T(Dii^\z'iiofZo W.^mmm^^ (20.46 mg) ^0.5% Triton X-10 
of^SS^rf-^r- (2.M DTr. InM PMSF, 0. 15M NaCK l^MgCh. 25"M Tris-HC bu 

}l^UmW.^mm^h^^^} ^y^-m^m^n<OWmi^r.^t. TritonX-lOO^n-dod 



tlmll^^B\^f^^-^<^*^^ (A^ ^ A : Sephadex G-75 ml) I 9 A . Glycin 
e-CH Sepharo^e 4B (10 ml) ;C^9A : (GlcNAc)s-APEA-CH-Sepharo^^^^^^^ 

? (^V^ITvfT^. 0 if M Glycine-HCl bufferT^»m. O.OO50/0 Triton X-IOO^JM 

(^^VZ b!.^!) ^mtz. mm^^^-c^^mvfz. ^^^^tf'^.^^^-^i^m.l^f^ 

V Mtt^ h mm^t LX (GlcNAc)8-APEA (aminophenylethylamino) 

1 mg/mU 20 ml) g K^O. 17 M Glycme-HCl buf er 2.^ X 

^l;:r.> h^;v (Pharmacia) «fe*^To/.o ^ O J: -9 APEA£##* 
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$tLfc (HI) o 

mlmm\y^^^mmii. ATroc7)i5%^°';T^v;vT5 FSDsm^-j^ctt^cftL. pvd 

(HEWLETT PACKARD) llTN*i®T ^ ^ mi£^'J<7) W^-tTo fco 

SDS. 1 inM Em. 0.1 M Tris-HCl(pH ^-^^ ^^^^^^"^^ ^^y^;"^^^^^^ 
5--r--lf C; v;VJ^> F^^°^^'--^^^ Achromobacter protease D^Mx.. 37 C HiB/SIIS 
1 f' yS4h?t*DEAE-5PW(l x 20 mm; Tosoh. Tokyo) hMightysil RP-18(1 x 50 mm; Kant 

n 07-^0/0 TFA 80% CHsCN. Aq=^fflV^> 1-12. 5-60%B/l-10-86min. 20;^ l/mmT^^ 
SDSmky^-t^'f^{±i^^^-75kDa. 55kDacD2ocoy^^>' Fi±v^-rl^'f> . iML/i (GlcNA 

Im^llV ^^y^V^-mi^<Dttm^itir^<DX^^i^j:<. APEAiiS^^:LT^ 
[0 0 5 9] 

cSiPti ayiJi-^^VyA (Con A) izm^ir^m^y^^^^-^^^^o ^^TXon A^ 
ji^V :^Em^y^^^'X^^i^^^^-^'^^^^ (fitCon A-CEBiP*rL#) ^mUl^fz 

o 

^icl°A-CEBiP»Vt<^P^{4i^J^T<=0^II-r^^f ofco Con ^-Sephar^e*^ ^^^^^ 
tLX. '^-9-^^:f&SL'> JitCon A-bound f ra. ^lfiQ.vt^#5^-o 

^_^) ^-^^ji.|^^,ilj^^.^tL^^fxIllSjbL7t*7A=lrllSmLyio iniCon A-bound fra. 
ijT:jflLtt=^M7^9A-e^iat> JfuCon A-CEBiPfeTli$^^#/>:o 

icon A-CEBiPin:#:Oi^S=^56>0^*^^f^fet^. Con A* 9 A il^^tfc^fj-jM^^ 
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7- -1' > ^ ^ > (BIO-RAD) =Srffi V^/io 

[0 0 6 4] ^ ^ 

[0 0 6 5] 

Y-fsi-^So 1% CaCl2. 0.02% MES, 9% MannitoU#-Jt (pH 5.6) 14 ml^^ ^OC \ 

r!lSwarinrbuffer(0.1o/o C^^ M Mannitol) -ev5feo (Nishmura N. Tanabe, 

U ml ^wasning ^.^^.^ p^^^ Physiol. Biochem. , 

9'. n05-m0 (2001)r: ^o'^l-^r .V.>J.-.;j.5^/.5n j^^^^ 
5^F^<^^'i:^T'll]iIXL/.o Washing buffer^Jnx. ^J^^Ji;.^™^^^^^^ 

2x10^ cells/iiiH^P«f&. 25°C. ^mzX-mm^X^f^o 
er A pLta 187, 136-141(1992)) i ^ ^fo f.o ^mk<Dmmmm^-r:7)^^^^ff 

^4^9:^1 (IxlO^ cells/500;. 1) ^2 ml^ - -71^ ^^tu (PreiMiune) 

»-|t^v^J±iSCon A-CEBiP^S#^^30^-f.m5^^-^^;m^ ^^^Ij^f Vr ^1^1 hM-B^ 
S;i>v^t±R2P^m^Sn^l5^-f^^o< 1000 rpm^^F^^^ l^'^l^V^^ cnl 

Sfco ^tz. isi|g;g<7)ynhy9>^ht'R2P^Sfe*^v^ti(GlcNAc)8 1;. 1 ^inx^L ^><^ ^ 

3 >- 1 n — ;v h L/sTo 

(?ufne;ies!^nTD-20/20. Sunnyvael CA) f f,^^^^^^^ 

^.liinbL ::c7)iijn^i. ^^ifr^^^^jflLtt^^fi. ffi^^tt/^v^^^ ^Con a-cebiP^S# 
-e-fjMt-^-tm; (114) o 
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ml. Mmmt ltzap-cdna^j^^ y y (stratagene) r^x^^^mmmmky ^-7-7 

J^HH '^(n'^y^^^ W c7)»-f5T- ^ n - ^ > 11 P L T {± . < o ^-<7) T -7° n - ^ iii 19 =ft 

- (TGTAGAGGATGGCGGACTT/@B^iJ#^ : 1 D ^ ^ -^l^^":^!,^^;!'!!^^^^^^^ 
TGACCATG/@£^iJ«^ : 12) irPCR^^f o /cS*. B 6«]T 5 7 miB^'Jt^m^i-^PCRiife 

5\i-9-^^n-^y^-L. YZmy^<TymW'mm\^fZo Z.(D}L%\zmhixfzYZm^cry-K 
■T-u-ytux. u7b^<Dy°u -yx-( ^^mmmd)M7 -( y^y V - (4 x lo^ pfu) 

trv^/io C<7?mRNA{±. 287 5 ^ m^S<^ ^'-^^^^-^"^ A-l) ^1>C^ 

MJi;22T5/m^4«<^«^MM^ (A307:6^^L328) ^#A.-ev^fc (0 7) o 
[0 0 7 7] 

iDNAt^>'>'V^ws-^K^^-;^m^^^_(la8) . aKJi:fi>^V >'^^°^®*^^ 
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[0 0 7 8] 

10 0 7 9] , 

•gOifm -e:?^'rtL=&:7°9X5 F-<i^^-l^»XL. ^Sl3.095bpc75@e^iJ^-^fc^Lyio_ 
_^_^;f|r#:e,^f,:$:|&B^^^;6«JtL7t^V ADNA=^^tf«fST- (AC099399) 

(HI 0) o 

/Co tfc. ii^p;foM«i*^^^t^^^^^ 1^ (NXT(s)) (D^^. "^■^"^^"^"tilr^f^'^ 

K^'V ^>'|§^^ >7^°^K^C^^-r;^)LysMF^^ >^^'2^BFf (HI 7 ^' i3 ^ Y85~ 
P131 {mm(Omm^ \ 4O85#B>5^f>131#gt-ec0lB^J) :g:r;'^Y149~P192 (lE^J 
^<75S£^J#-^: 4O149#B>J>^'bl92#gt-ec0iE^iJ) ) ^^^t>5^0^*b:O-l^^o/:o 

. Multiphor II■T;vf■.^-/^»;^S^*i^)^gt:^ ^"^^ ^ ^ ^^,f ^ f '^/J,V"f 
E8-18 % ^' 9 V h ;V (Pharmac i a) ^ ffl v> /: m^r;1cE!) tii . i fit) ^ ^ n ^ 7 5 

ATT0o;^7 7^'m^f7l^Kl^«*fflv^/^^><^-^^'i^ 6^5^:0^?. 6 
^7^j^^^ji.$tL<5>^ t ^#^tTV^^ (Okada, M. , Matsumura, M. , and Shibuya, N. . 
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SEQUENCE LISTING 

<110> National Institute of Agrobiological Sciences 
RIKEN 

<120> N-Acetylchitooligosaccharide elicitor binding protein 
<130> M0A-A0402 
<160> 12 

<170> PatentIn version 3. 1 

<210> 1 

<211> 1071 

<212> DNA 

<213> Oryza sativa 

<220> 

<221> CDS 

<222> (1)..(1071) 

<223> 

atg^gcg\cg etc acc gcc gcc ctg gcc acg ccg gcg gcc get gcc etc 
Met Ala Se? Leu Thr Ala Ala Leu Ala Thr Pro Ala Ala Ala Ala Leu 
1 5 

etc etc etc gtc etc etc gcc gcc ecc gcc tec gcc gcc aac ttc acc 
Leu Leu Leu Val Leu Leu Ala Ala Pro Ala Ser Ala Ala Asn Phe Thr 
20 25 30 

tec gcg gtg get tea ggc acc acc tgc aag tec gcc ate etc tac acc 
cfs Sa ?a? ila Ser Sly Thr Thr Cys Lys Ser Ala lie Leu Tyr Thr 
35 40 45 

tec ecc aac gcc acc acc tac ggc aac etc gtc gcc cgc ttc aac acc 
Ser Pro Asn Ala Thr Thr Tyr Gly Asn Leu Val Ala Arg Phe Asn Thr 
50 55 60 

acc acc etc ecc gac etc etc ggc gcc aac ggc etc ecc gae ggc acg 
Thr Thr Leu Pro Asp Leu Leu Gly Ala Asn Gly Leu Pro Asp Gly Thr 
65 70 75 80 

ctt tec tec gcc ecc gtc gcc gcc aat tec acc gtc aaa ate ecc ttc 
llu Ser Ser Ala Pro Val Ala Ala Asn Ser Thr Val Lys He Pro Phe 

90 95 



85 



48 



96 



144 



192 



240 



288 



cgc tgc cgc tgc aac ggc gac gtc ggc cag teg gac cgc etc ecc ate 336 
^ ^ miE#2 0 0 5 - 3 0 3 5 3 6 8 
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Arg Cys Arg Cys Asn Gly Asp Val Gly Gin Ser Asp Arg Leu Pro He 
ICQ 105 110 

tac gtc gtg cag ccg cag gac ggg etc gac gcc ate gcg cgc aac gtg 
Tvr Val Val Gin Pro Gin Asp Gly Leu Asp Ala He Ala Arg Asn Val 
115 120 125 

ttc aac gcc ttc gtc acc tac cag gag ate gcc gcc gcg aac aac ate 
Phe Asn Ala Phe Val Thr Tyr Gin Glu He Ala Ala Ala Asn Asn He 
130 135 140 

ccc gac ccc aac aag ata aat gtc age cag acg ctg tgg att ccg ctg 
Pro Asp Pro Asn Lys He Asn Val Ser Gin Thr Leu Trp He Pro Leu 
145 150 155 160 

ccc tgc age tgc gac aag gag gaa ggc tct aac gtg atg cac etc gcc 
Pro Cys Ser Cys Asp Lys Glu Glu Gly Ser Asn Val Met His Leu Ala 
165 170 175 

tac age gtc ggc aaa ggg gag aac acg teg gcg ate get gcc aag tac 
Tvr Ser Val Gly Lys Gly Glu Asn Thr Ser Ala He Ala Ala Lys Tyr 
180 185 190 

ggg gtg acg gag tec acg ctt etc acc aga aat aag ate gac gac ccc 
Gly Val Thr Glu Ser Thr Leu Leu Thr Arg Asn Lys He Asp Asp Pro 
195 200 205 

acg aaa ttg cag atg gga cag att eta gat gtc ccg etc cct gtg tgc 
Thr Lys Leu Gin Met Gly Gin He Leu Asp Val Pro Leu Pro Val Cys 
210 215 220 

cgt tea tea ate age gat ace tea get gat cac aat ctg atg etc etc 
Arg Ser Ser He Ser Asp Thr Ser Ala Asp His Asn Leu Met Leu Leu 
225 230 235 240 

ccg gat ggc acc tat gga ttc acc gca gga aac tgc ate cgc tgc age 
Pro Asp Gly Thr Tyr Gly Phe Thr Ala Gly Asn Cys He Arg Cys Ser 
245 250 255 

tgc agt tea act acc tac cag eta aac tgc act gca gta cag aac aag 
Cvs Ser Ser Thr Thr Tyr Gin Leu Asn Cys Thr Ala Val Gin Asn Lys 
260 265 270 

gga tgc ccg tea gtg eca ctg tgc aat gga acg ctg aag ctt ggt gag 
Gly Cys Pro Ser Val Pro Leu Cys Asn Gly Thr Leu Lys Leu Gly Glu 
275 280 285 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 



acg aac ggc acc ggt tgc gga tea aca acg tgc gcc tac agt ggt tac 
Thr Asn Gly Thr Gly Cys Gly Ser Thr Thr Cys Ala Tyr Ser Gly Tyr 
290 295 300 
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tec aac agt tea teg etc ate ata caa ace age ctt gca act aat cag 
Ser Asn Ser Ser Ser Leu He He Gin Thr Ser Leu Ala Thr Asn Gin 
305 310 315 320 

aca aca gee tge cag aga gga gga tet ggg agg teg cag ttc get agg 
Thr Thr Ala Cys Gin Arg Gly Gly Ser Gly Arg Ser Gin Phe Ala Arg 
325 330 335 

tec atg tgg age atg tet gtt ate tec ttc eac atg gtg ttg ate att 
Ser Met Trp Ser Met Ser Val He Ser Phe His Met Val Leu He He 
340 345 350 

ate tgt ttc ctt tga 
He Cys Phe Leu 
355 



^-v : 3/ 



960 



1008 



1056 



1071 



<210> 2 

<211> 356 
<212> PRT 
<213> Oryza sativa 

<400> 2 M A, T 

Met Ala Ser Leu Thr Ala Ala Leu Ala Thr Pro Ala Ala Ala Ala Leu 
15 10 15 

Leu Leu Leu Val Leu Leu Ala Ala Pro Ala Ser Ala Ala Asn Phe Thr 
20 25 30 

Cys Ala Val Ala Ser Gly Thr Thr Cys Lys Ser Ala He Leu Tyr Thr 
35 40 45 

Ser Pro Asn Ala Thr Thr Tyr Gly Asn Leu Val Ala Arg Phe Asn Thr 
50 55 60 

Thr Thr Leu Pro Asp Leu Leu Gly Ala Asn Gly Leu Pro Asp Gly Thr 
65 70 75 80 

Leu Ser Ser Ala Pro Val Ala Ala Asn Ser Thr Val Lys He Pro Phe 
85 90 95 

Arg Cys Arg Cys Asn Gly Asp Val Gly Gin Ser Asp Arg Leu Pro He 
100 105 110 

Tyr Val Val Gin Pro Gin Asp Gly Leu Asp Ala He Ala Arg Asn Val 
115 120 125 

Phe Asn Ala Phe Val Thr Tyr Gin Glu He Ala Ala Ala Asn Asn He 
130 135 140 
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Pro Asp Pro Asn Lys He Asn Val Ser Gin Thr Leu Trp He Pro Leu 
145 150 155 J-o" 

Pro Cys Ser Cys Asp Lys Glu Glu Gly Ser Asn Val Met His Leu Ala 
165 170 175 

Tyr Ser Val Gly Lys Gly Glu Asn Thr Ser Ala He Ala Ala Lys Tyr 
180 185 190 

Gly Val Thr Glu Ser Thr Leu Leu Thr Arg Asn Lys He Asp Asp Pro 
195 200 205 

Thr Lys Leu Gin Met Gly Gin He Leu Asp Val Pro Leu Pro Val Cys 
210 215 220 

Arg Ser Ser He Ser Asp Thr Ser Ala Asp His Asn Leu Met Leu Leu 
225 230 235 ^40 

Pro Asp Gly Thr Tyr Gly Phe Thr Ala Gly Asn Cys He Arg Cys Ser 
245 250 255 

Cys Ser Ser Thr Thr Tyr Gin Leu Asn Cys Thr Ala Val Gin Asn Lys 
260 265 270 

Glv Cys Pro Ser Val Pro Leu Cys Asn Gly Thr Leu Lys Leu Gly Glu 
275 280 285 

-nir Asn Gly Thr Gly Cys Gly Ser Thr Thr Cys Ala Tyr Ser Gly Tyr 
290 295 300 

Ser Asn Ser Ser Ser Leu He He Gin Thr Ser Leu Ala Thr Asn Gin 
305 310 315 320 

Thr Thr Ala Cys Gin Arg Gly Gly Ser Gly Arg Ser Gin Phe Ala Arg 
325 330 335 

Ser Met Trp Ser Met Ser Val He Ser Phe His Met Val Leu He He 
340 345 350 

He Cys Phe Leu 
355 



<210> 3 

<211> 987 

<212> DNA 

<213> Oryza sativa 



<220> 
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<221> CDS 
<222> (1)..(987) 
<223> 

<400> 3 

gcc aac ttc acc tgc gcg gtg get tea ggc ace ace tgc aag tec gee 48 
Ala Asn Phe Thr Cys Ala Val Ala Ser Gly Thr Thr Cys Lys Ser Ala 
15 10 15 

ate etc tac acc tec cec aac gee acc acc tac ggc aac etc gtc gcc 96 
He Leu Tyr Thr Ser Pro Asn Ala Thr Thr Tyr Gly Asn Leu Val Ala 
20 25 30 

cgc ttc aac acc acc acc etc cec gae etc etc ggc gcc aac ggc etc 144 
Arg Phe Asn Thr Thr Thr Leu Pro Asp Leu Leu Gly Ala Asn Gly Leu 
35 40 45 

cec gae ggc aeg ctt tec tec gcc cec gtc gcc gee aat tec ace gtc 192 
Pro Asp Gly Thr Leu Ser Ser Ala Pro Val Ala Ala Asn Ser Thr Val 
50 55 60 

aaa ate cec ttc cgc tgc cgc tgc aac ggc gae gtc ggc cag teg gae 240 
Lys He Pro Phe Arg Cys Arg Cys Asn Gly Asp Val Gly Gin Ser Asp 
65 70 75 80 

cgc etc cec ate tac gtc gtg cag eeg eag gae ggg etc gae gee ate 288 
Arg Leu Pro He Tyr Val Val Gin Pro Gin Asp Gly Leu Asp Ala He 
85 90 95 

gcg cgc aac gtg ttc aac gee ttc gtc ace tac eag gag ate gcc gcc 336 
Ala Arg Asn Val Phe Asn Ala Phe Val Thr Tyr Gin Glu He Ala Ala 
100 105 110 

gcg aac aac ate cec gae cce aac aag ata aat gtc age eag aeg ctg 384 
Ala Asn Asn He Pro Asp Pro Asn Lys He Asn Val Ser Gin Thr Leu 
115 120 125 

tgg att eeg ctg eec tgc age tgc gae aag gag gaa ggc tet aac gtg 432 
Trp He Pro Leu Pro Cys Ser Cys Asp Lys Glu Glu Gly Ser Asn Val 
130 135 140 

atg eae etc gee tac age gtc ggc aaa ggg gag aac aeg teg gcg ate 480 
Met His Leu Ala Tyr Ser Val Gly Lys Gly Glu Asn Thr Ser Ala He 
145 150 155 160 

get gee aag tac ggg gtg aeg gag tec aeg ett etc ace aga aat aag 528 
Ala Ala Lys Tyr Gly Val Thr Glu Ser Thr Leu Leu Thr Arg Asn Lys 
165 170 175 

ate gae gae cec aeg aaa ttg cag atg gga cag att eta gat gtc ccg 576 
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He Asp Asp Pro Thr Lys Leu Gin Met Gly Gin He Leu Asp Val Pro 
180 185 190 

etc cct gtg tgc cgt tea tea ate age gat acc tea get gat cac aat 
Leu Pro Val Cys Arg Ser Ser He Ser Asp Thr Ser Ala Asp His Asn 
195 200 205 

ctg atg etc cte cog gat ggc acc tat gga ttc ace gca gga aac tgc 
Leu Met Leu Leu Pro Asp Gly Thr Tyr Gly Phe Thr Ala Gly Asn Cys 
210 215 220 

ate cgc tgc age tgc agt tea act acc tac cag eta aac tgc act gca 
He Arg Cys Ser Cys Ser Ser Thr Thr Tyr Gin Leu Asn Cys Thr A a 
225 230 235 240 

gta cag aac aag gga tgc ccg tea gtg cca ctg tgc aat gga acg ctg 
Val Gin Asn Lys Gly Cys Pro Ser Val Pro Leu Cys Asn Gly Thr Leu 
245 250 255 

aas ctt ffgt gag acg aac ggc acc ggt tgc gga tea aca acg tgc gee 
Lys ^u cfy III Th? Asn Gly Thr Gly Cys Gly Ser Thr Thr Cys Ala 
260 265 270 

tac agt ggt tac tec aac agt tea teg etc ate ata caa acc age ctt 
Tyr Ser Gly Tyr Ser Asn Ser Ser Ser Leu He He Gin Thr Ser Leu 
275 280 285 

gca act aat cag aca aca gee tgc cag aga gga gga tct ggg agg teg 
Ala Thr Asn Gin Thr Thr Ala Cys Gin Arg Gly Gly Ser Gly Arg Ser 
290 295 300 

cag ttc get agg tec atg tgg age atg tct gtt ate tec ttc cac atg 
Gin Phe Ala Arg Ser Met Trp Ser Met Ser Val He Ser Phe His Met 
305 310 315 320 

gtg ttg ate att ate tgt ttc ctt tga 
Val Leu He He He Cys Phe Leu 
325 



624 



672 



720 



768 



816 



864 



912 



960 



987 



<210> 4 

<211> 328 

<212> PRT 

<213> Oryza sativa 



Ala Asn Phe Thr Cys Ala Val Ala Ser Gly Thr Thr Cys Lys Ser Ala 
15 10 15 

He Leu Tyr Thr Ser Pro Asn Ala Thr Thr Tyr Gly Asn Leu Val Ala 
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Are Phe Asn Thr Thr Thr Leu Pro Asp Leu Leu Gly Ala Asn Gly Leu 
35 40 45 

Pro Asp Gly Thr Leu Ser Ser Ala Pro Val Ala Ala Asn Ser Thr Val 
50 55 60 

Lys He Pro Phe Arg Cys Arg Cys Asn Gly Asp Val Gly Gin Ser Asp 
65 70 75 80 

Arg Leu Pro He Tyr Val Val Gin Pro Gin Asp Gly Leu Asp Ala He 
85 90 

Ala Arg Asn Val Phe Asn Ala Phe Val Thr Tyr Gin Glu He Ala Ala 
100 105 110 

Ala Asn Asn He Pro Asp Pro Asn Lys He Asn Val Ser Gin Thr Leu 
115 120 125 

Trp He Pro Leu Pro Cys Ser Cys Asp Lys Glu Glu Gly Ser Asn Val 
130 135 140 

Met His Leu Ala Tyr Ser Val Gly Lys Gly Glu Asn Thr Ser Ala He 
145 150 155 

Ala Ala Lys Tyr Gly Val Thr Glu Ser Thr Leu Leu Thr Arg Asn Lys 
165 170 175 

He Asp Asp Pro Thr Lys Leu Gin Met Gly Gin He Leu Asp Val Pro 
180 185 190 

Leu Pro Val Cys Arg Ser Ser He Ser Asp Thr Ser Ala Asp His Asn 
195 200 205 

Leu Met Leu Leu Pro Asp Gly Thr Tyr Gly Phe Thr Ala Gly Asn Cys 
210 215 220 

He Arg Cys Ser Cys Ser Ser Thr Thr Tyr Gin Leu Asn Cys Thr Ala 
225 230 235 ^4U 

Val Gin Asn Lys Gly Cys Pro Ser Val Pro Leu Cys Asn Gly Thr Leu 
245 250 255 

Lys Leu Gly Glu Thr Asn Gly Thr Gly Cys Gly Ser Thr Thr Cys Ala 
260 265 270 

Tyr Ser Gly Tyr Ser Asn Ser Ser Ser Leu He He Gin Thr Ser Leu 
275 280 285 
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Ala Thr Asn Gin Thr Thr Ala Cys Gin Arg Gly Gly Ser Gly Arg Ser 
290 295 300 

Gin Phe Ala Arg Ser Met Trp Ser Met Ser Val He Ser Phe His Met 
305 310 315 3^0 

Val Leu He He He Cys Phe Leu 
325 



<210> 5 

<211> 1612 

<212> DNA 

<213> Oryza sativa 



ttccatcggt aattttgaaa tttcagtgat tttttgttct ccaagtctga ctcaaaccaa 
tcaattccac acaagttcac cattttctac tttgatgcaa tcgaaccaaa ggatagggaa 
aggcccacgc tgcaaccatt taagtcgcca caagcactag catcgaggca tactcctcct 
gctccagtgt caacacgaca gtcaaacaaa caccaagcct ctcattccca cctctcgagg 
agagctttcc ccaccatggc gtcgctcacc gccgccctgg ccacgccggc ggccgctgcc 
ctcctcctcc tcgtcctcct cgccgccccc gcctccgccg ccaacttcac ctgcgcggtg 
gcttcaggca ccacctgcaa gtccgccatc ctctacacct cccccaacgc caccacctac 
ggcaacctcg tcgcccgctt caacaccacc accctccccg acctcctcgg cgccaacggc 
ctccccgacg gcacgctttc ctccgccccc gtcgccgcca attccaccgt caaaatcccc 
ttccgctgcc gctgcaacgg cgacgtcggc cagtcggacc gcctccccat ctacgtcgtg 
cagccgcagg acgggctcga cgccatcgcg cgcaacgtgt tcaacgcctt cgtcacctac 
caggagatcg ccgccgcgaa caacatcccc gaccccaaca agataaatgt cagccagacg 
ctgtggattc cgctgccctg cagctgcgac aaggaggaag gctctaacgt gatgcacctc 
gcctacagcg tcggcaaagg ggagaacacg tcggcgatcg ctgccaagta cggggtgacg 
gagtccacgc ttctcaccag aaataagatc gacgacccca cgaaattgca gatgggacag 
attctagatg tcccgctccc tgtgtgccgt tcatcaatca gcgatacctc agctgatcac 
aatctgatgc tcctcccgga tggcacctat ggattcaccg caggaaactg catccgctgc 1020 
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180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 
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agctgcagtt caactaccta ccagctaaac tgcactgcag tacagaacaa gggatgcccg 1080 

tcagtgccac tgtgcaatgg aacgctgaag cttggtgaga cgaacggcac cggttgcgga 1140 

tcaacaacgt gcgcctacag tggttactcc aacagttcat cgctcatcat acaaaccagc 1200 

cttgcaacta atcagacaac agcctgccag agaggaggat ctgggaggtc gcagttcgct 1260 

aggtccatgt ggagcatgtc tgttatctcc ttccacatgg tgttgatcat tatctgtttc 1320 

ctttgatgtt ggagactact gcaactctag atggtacatt tcaaagagtt ctctacgatc 1380 

tatgattgtt gtatacgata tatgattgtt gtcgtaactt agattttgat gactggttta 1440 

tccagctttg aaatttgagt tttgactctg ttctttagag gatgagtggc acttgtacgg 1500 

ctgcttgaat aaaacgtcga tgtattgtat tcgatctgca tctgaaaagg aatattcatt 1560 
agataggatt attcgaaata aaaagatccc acatgttttt gttaaaaaaa aa 



1612 



<210> 6 

<211> 435 

<212> PRT 

<213> Oryza sativa 

itn^Phe^er Asp Phe Leu Phe Ser Lys Ser Asp Ser Asn Gin Ser lie 
15 10 15 

Pro His Lys Phe Thr He Phe Tyr Phe Asp Ala He Glu Pro Lys Asp 
20 25 30 

Arg Glu Arg Pro Thr Leu Gin Pro Phe Lys Ser Pro Gin Ala Leu Ala 
35 40 45 

Ser Arg His Thr Pro Pro Ala Pro Val Ser Thr Arg Gin Ser Asn Lys 
50 55 60 

His Gin Ala Ser His Ser His Leu Ser Arg Arg Ala Phe Pro Thr Met 
65 70 75 80 

Ala Ser Leu Thr Ala Ala Leu Ala Thr Pro Ala Ala Ala Ala Leu Leu 
85 90 9^ 

Leu Leu Val Leu Leu Ala Ala Pro Ala Ser Ala Ala Asn Phe Thr Cys 
100 105 110 

Ala Val Ala Ser Gly Thr Thr Cys Lys Ser Ala He Leu Tyr Thr Ser 
115 120 125 

2005-3035368 



S^m 2004-059551 



^-^J : 10/ 



Pro Asn Ala Thr Thr Tyr Gly Asn Leu Val Ala Arg Phe Asn Thr Thr 
130 135 140 

Thr Leu Pro Asp Leu Leu Gly Ala Asn Gly Leu Pro Asp Gly Thr Leu 
145 150 155 160 

Ser Ser Ala Pro Val Ala Ala Asn Ser Thr Val Lys He Pro Phe Arg 
165 170 175 

Cys Arg Cys Asn Gly Asp Val Gly Gin Ser Asp Arg Leu Pro He Tyr 
180 185 190 

Val Val Gin Pro Gin Asp Gly Leu Asp Ala He Ala Arg Asn Val Phe 
195 200 205 

Asn Ala Phe Val Thr Tyr Gin Glu He Ala Ala Ala Asn Asn He Pro 
210 215 220 

Asp Pro Asn Lys He Asn Val Ser Gin Thr Leu Trp He Pro Leu Pro 
225 230 235 240 

Cys Ser Cys Asp Lys Glu Glu Gly Ser Asn Val Met His Leu Ala Tyr 
245 250 255 

Ser Val Gly Lys Gly Giu Asn Thr Ser Ala He Ala Ala Lys Tyr Gly 
260 265 270 

Val Thr Giu Ser Thr Leu Leu Thr Arg Asn Lys He Asp Asp Pro Thr 
275 280 285 

Lys Leu Gin Met Gly Gin He Leu Asp Val Pro Leu Pro Val Cys Arg 
290 295 300 

Ser Ser He Ser Asp Thr Ser Ala Asp His Asn Leu Met Leu Leu Pro 
305 310 315 320 

Asp Gly Thr Tyr Gly Phe Thr Ala Gly Asn Cys He Arg Cys Ser Cys 
325 330 335 

Ser Ser Thr Thr Tyr Gin Leu Asn Cys Thr Ala Val Gin Asn Lys Gly 
340 345 350 

Cys Pro Ser Val Pro Leu Cys Asn Gly Thr Leu Lys Leu Gly Glu Thr 
355 360 365 

Asn Gly Thr Gly Cys Gly Ser Thr Thr Cys Ala Tyr Ser Gly Tyr Ser 
370 375 380 



Asn Ser Ser Ser Leu He He Gin Thr Ser Leu Ala Thr Asn Gin Thr 
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385 390 395 400 

Thr Ala Cys Gin Arg Gly Gly Ser Gly Arg Ser Gin Phe Ala Arg Ser 
405 410 415 

Met Trp Ser Met Ser Val He Ser Phe His Met Val Leu He He He 
420 425 430 



Cys Phe Leu 
435 



<210> 7 

<211> 918 

<212> DNA 

<213> Oryza sativa 



<220> 

<221> CDS 
<222> (1) . . (918) 
<223> 



<400> 7 

gcc aac ttc acc tgc gcg gtg get tea ggc acc acc tgc aag tec gee 
Ala Asn Phe Thr Cys Ala Val Ala Ser Gly Thr Thr Cys Lys Ser Ala 
15 10 15 

ate etc tac acc tec ccc aac gee aee aee tae ggc aac etc gte gee 
He Leu Tyr Thr Ser Pro Asn Ala Thr Thr Tyr Gly Asn Leu Val Ala 
20 25 30 

cgc ttc aac acc acc acc etc ccc gac etc etc gge gee aae gge etc 
Arg Phe Asn Thr Thr Thr Leu Pro Asp Leu Leu Gly Ala Asn Gly Leu 
35 40 45 

ccc gae gge acg ctt tec tec gcc ccc gte gcc gcc aat tee aee gte 
Pro Asp Gly Thr Leu Ser Ser Ala Pro Val Ala Ala Asn Ser Thr Val 
50 55 60 

aaa ate eee ttc ege tge ege tgc aac ggc gac gte ggc cag teg gac 
Lys He Pro Phe Arg Cys Arg Cys Asn Gly Asp Val Gly Gin Ser Asp 
65 70 75 80 

ege etc ccc ate tac gte gtg eag eeg cag gae ggg etc gac gee ate 
Arg Leu Pro He Tyr Val Val Gin Pro Gin Asp Gly Leu Asp Ala He 
85 90 95 

gcg ege aac gtg ttc aae gee ttc gte ace tae cag gag ate gee gee 
Ala Arg Asn Val Phe Asn Ala Phe Val Thr Tyr Gin Glu He Ala Ala 
100 105 110 



48 



96 



144 



192 



240 



288 



336 
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gcg aac aac ate ccc gac ccc aac aag ata aat gtc age cag acg etg 
Ala Asn Asn He Pro Asp Pro Asn Lys He Asn Val Ser Gin Thr Leu 
115 120 125 

tgg att ceg etg ccc tgc age tgc gac aag gag gaa gge tet aac gtg 
Trp He Pro Leu Pro Cys Ser Cys Asp Lys Glu Glu Gly Ser Asn Val 
130 135 140 

atg cac etc gee tac age gtc ggc aaa ggg gag aac acg teg gcg ate 
Met His Leu Ala Tyr Ser Val Gly Lys Gly Glu Asn Thr Ser Ala He 
145 150 155 160 

get gee aag tac ggg gtg acg gag tec acg ctt etc ace aga aat aag 
Ala Ala Lys Tyr Gly Val Thr Glu Ser Thr Leu Leu Thr Arg Asn Lys 
165 170 175 

ate gac gac ccc acg aaa ttg cag atg gga cag att eta gat gtc ceg 
He Asp Asp Pro Thr Lys Leu Gin Met Gly Gin He Leu Asp Val Pro 
180 185 190 



ate egc tgc age tgc agt tea act ace tac cag eta aac tgc act gea 
He Arg Cys Ser Cys Ser Ser Thr Thr Tyr Gin Leu Asn Cys Thr Ala 
225 230 235 240 

gta cag aac aag gga tgc ceg tea gtg cea etg tgc aat gga acg etg 
Val Gin Asn Lys Gly Cys Pro Ser Val Pro Leu Cys Asn Gly Thr Leu 
245 250 255 

aag ctt ggt gag acg aac ggc ace ggt tgc gga tea aca acg tgc gee 
Lys Leu Gly Glu Thr Asn Gly Thr Gly Cys Gly Ser Thr Thr Cys Ala 
260 265 270 



gea act aat cag aca aca gee tgc cag aga gga gga tet ggg agg teg 
Ala Thr Asn Gin Thr Thr Ala Cys Gin Arg Gly Gly Ser Gly Arg Ser 
290 295 300 



384 



432 



480 



528 



576 



etc cet gtg tgc egt tea tea ate age gat ace tea get gat cac aat 624 
Leu Pro Val Cys Arg Ser Ser He Ser Asp Thr Ser Ala Asp His Asn 
195 200 205 

etg atg etc etc ceg gat gge ace tat gga tte ace gea gga aac tgc 672 
Leu Met Leu Leu Pro Asp Gly Thr Tyr Gly Phe Thr Ala Gly Asn Cys 
210 215 220 



720 



768 



816 



tac agt ggt tac tec aac agt tea teg etc ate ata caa ace age ctt 864 
Tyr Ser Gly Tyr Ser Asn Ser Ser Ser Leu He He Gin Thr Ser Leu 
275 280 285 



cag ttc 



912 



918 
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Gin Phe 
305 



<210> 8 

<211> 306 

<212> PRT 

<213> Oryza sativa 

<400> 8 

Ala Asn Phe Thr Cys Ala Val Ala Ser Gly Thr Thr Cys Lys Ser Ala 
15 10 15 

He Leu Tyr Thr Ser Pro Asn Ala Thr Thr Tyr Gly Asn Leu Val Ala 
20 25 30 

Arg Phe Asn Thr Thr Thr Leu Pro Asp Leu Leu Gly Ala Asn Gly Leu 
35 40 45 

Pro Asp Gly Thr Leu Ser Ser Ala Pro Val Ala Ala Asn Ser Thr Val 
50 55 60 

Lys He Pro Phe Arg Cys Arg Cys Asn Gly Asp Val Gly Gin Ser Asp 
65 70 75 80 

Arg Leu Pro He Tyr Val Val Gin Pro Gin Asp Gly Leu Asp Ala He 
85 90 95 

Ala Arg Asn Val Phe Asn Ala Phe Val Thr Tyr Gin Glu He Ala Ala 
100 105 110 

Ala Asn Asn He Pro Asp Pro Asn Lys He Asn Val Ser Gin Thr Leu 
115 120 125 

Trp He Pro Leu Pro Cys Ser Cys Asp Lys Glu Glu Gly Ser Asn Val 
130 135 140 

Met His Leu Ala Tyr Ser Val Gly Lys Gly Glu Asn Thr Ser Ala He 
145 150 155 160 

Ala Ala Lys Tyr Gly Val Thr Glu Ser Thr Leu Leu Thr Arg Asn Lys 
165 170 175 

He Asp Asp Pro Thr Lys Leu Gin Met Gly Gin He Leu Asp Val Pro 
180 185 190 

Leu Pro Val Cys Arg Ser Ser He Ser Asp Thr Ser Ala Asp His Asn 
195 200 205 

Leu Met Leu Leu Pro Asp Gly Thr Tyr Gly Phe Thr Ala Gly Asn Cys 
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210 215 220 

He Arg Cys Ser Cys Ser Ser Thr Thr Tyr Gin Leu Asn Cys Thr Ala 
225 230 235 240 

Val Gin Asn Lys Gly Cys Pro Ser Val Pro Leu Cys Asn Gly Thr Leu 
245 250 255 

Lys Leu Gly Glu Thr Asn Gly Thr Gly Cys Gly Ser Thr Thr Cys Ala 
260 265 270 

Tyr Ser Gly Tyr Ser Asn Ser Ser Ser Leu He He Gin Thr Ser Leu 
275 280 285 

Ala Thr Asn Gin Thr Thr Ala Cys Gin Arg Gly Gly Ser Gly Arg Ser 
290 295 300 

Gin Phe 
305 



<210> 
<211> 
<212> 
<213> 


9 

32 
PRT 

Oryza sativa 






<220> 
<221> 
<222> 
<223> 


MISC FEATURE 
(2) . . (2) 

"Xaa" indicates 


any 


amino 


<220> 
<221> 
<222> 
<223> 


MISC FEATURE 
(5) . . (5) 

"Xaa" indicates 


any 


amino 


<220> 

<221> 
<222> 
<223> 


MISC FEATURE 
(13).. (13) 
"Xaa" indicates 


any 


amino 


<220> 
<221> 
<222> 
<223> 


MISC FEATURE 
(30) . . (30) 
"Xaa" indicates 


any 


amino 


<400> 


9 







Ala Xaa Phe Thr Xaa Ala Val Ala Ser Gly Thr Thr Xaa Lys Ser Ala 
15 10 15 
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He Leu Tyr Thr Ser Pro Val Ala Thr Thr Tyr Gly Asn Xaa Val Ala 
20 25 30 



<210> 10 

<211> 7 

<212> PRT 

<213> Oryza sativa 

<400> 10 

Thr Tyr Leu He Ala Ser Lys 
1 5 



<210> 11 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> An artificially synthesized primer sequence 

<400> 11 

tgtagaggat ggcggactt 19 



<210> 12 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> An artificially synthesized primer sequence 

<400> 12 

ggaaacagct atgaccatg 19 
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ti-yJ^h: Sephadex G-75 

B: Glycine-CH-Sepharose 4B 
* ^ A C: (GlcNAc)8 -APEA-CH-Sepharose 4B 
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AXFTXAVASG TTXKSAILYT SPXATTYGNX VA (IB^iJS^ : 9) 



K 



(lE^IJS^ : 1 O ) 



AC 7A£ CTC MG GCC AGC AAG 

TAT CTG ATT GCT TCC AAA 

CTT ATA GCA AGT 

TTG GCG TCT 

CTA TCA 

TTA TCG 
■Temp: ^ ^-^ cDNA ^ Zf'y U — (1 x 1 0^ pfu) 
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